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Cys Gly Glu Xaa Thr Tyr He 

Xaattlfet*fc»4Trp-tf**)*^- KDD ^ 
& 4r ;V n - * BfcdC#S£3io 

[«*J115] 
Gly Glu Met Xaa Tyr He Cys 

Xaa f± Asp, L y s, n.«.U-***>*** ^'^^ 

Glu Met Thr Asp He Cys Trp 

Met Thr Tyr Asp Cys Trp Pro 
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Thr Tyr He Arg Trp Pro Thr 

Pro Thr Val Pro Pro Ser Ser Mmmm 

f«*« 2 21 «*«2 o «e««ae^** tr »«^ ffo 
££' si «**> o 
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«;;, t±w ^«**^-«^ «^ Acine ; oba :: c 

y * was ^ttPnar,DHi:M> Acinetobac 
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„, »». MM- 

[0 0 13] 

Cys Gly Glu Xaa Thr Tyr He 

XaatiMet*^»±Trp-e*a) ; 
Gly Glu Met Xaa Tyr He Cys 

XaatfAsp, Lys. He* ; 
Glu Met Thr Asp He Cys Trp ; 
Met Thr Tyr Asp Cys Trp Pro ; 
Thr Tyr He Arg Trp Pro Thr ; S * # 
Pro Thr Val Pro Pro Ser Ser } 

[0 0 16] 
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1989 , Cold Spring Harbor Laborator 
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f&<7> Fyw^^ 111 *^*ta<.(i*l[i^7 * 5 KpGB 

K ? _y 7 b 79 -f •7-Wffi5iJ*J*T l - 7p " r ° 
Met365Trp 3' -GT TGA ACA CCT CTC CCA TCG ATG TAA 
«et365Phe 3'-GT TCA ACA CCT CTC CCT TGG ATG TAA ^ 
Thr366Asn 3' -GGT TGA ACA CCT CTC TAC TTG ATG TAA ACG ^~ ^ 
Hir366Ile 3'-GGT TCA ACA CCT CTC TAC TAG ^ ^ 

Thr366Asp 3' -GA ACA CCT CTC TAC CTC ATG TAA ACG ACC G-5 
MS ,-GA ACA CCT CTC TAC TTT ATG TAA A* A C « 
T^TAsp 3--GGT TGA ACA CCT CTC TAC TGG CTG TAA ACG ACC-5 

Ile368Asn 3' -AC TCG ATC TTA ACG ACC GG-5' 

Cy s369Arg 3-GG ATG TAA ACG ACC GGT TGT W 

Ala374Pro 3'-C GGT TGT. CAA GGT GGC ACT AGA CG-5' 

.,! 0 «X'FPKF1» <*■* «)) ^cinetobactercaUoace 
ticusfi *P Q QG DH*n - M*** ^ ^_ ^ q ^ ^ ^ 

) )RMu tan «*^« ^ ^ . <, . 
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Met365Phe 


Km 1 

(mM) 
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Vmax 
JU/mgJ|&SLl 
154 
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Ksi 
(mM) 
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394 
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Ksi/Km 
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MetoDO i 
Thr366Asn 
fhr366lle 
Thr366Asp 
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35 


89 
300 
87 
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500 
228 
556 
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830 
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He368Asn 

|Cys369Arg 

kia374Pro 
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Sequence Listing 
<110> Sode, Koj i 

<120> Glucose Dehydrogenase 

<130> psg0013 

<160> 5 

<210> 1 

<211> 454 
<212> PRT 

<213> Acinetobacter calcoaceticus 
<400> 1 



5 10 

20 

. . rln Ile Trp Leu Thr Glu Arg Ala Thr Gly 
Leu Trp Gly Pro Asp Asn Gin lie lrp 

35 40 45 

LysI leLeuArgValAsnProGluSerGlySerValLysTnrValPhe 

50 55 60 

Gin Val Pro Glu He Val Asn Asp Ala Asp Gly Gin Asn Gly Leu Leu 

70 75 
G 6 ly Pne Ala Pne His Pro Asp Phe Lys Asn Asn Pro Tyr He Tyr He 
85 90 

ioo t 

115 120 
^P.oValAspLeuUuAlaGlyUuProSerSerl.ysAspH.s 
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G1 „ Ser Gly Arg Leu Val He «, Pro Asp Gin L y s He Tyr Tyr Thr 
150 

He Gly Asp Gin G!y Arg Asn G!n Leu Ma Tyr Leu Phe Leu Pro Asn 

165 I™ 17 

Gln Ma Gin His Tar Pro Tar Gin Gin Glu Leu Asa Gl y L y s Asp T y r 

180 185 
His Thr Tyr Met Gly L y s Val Leu Arg Uu Asn L,u Asp Gl, Ser He 



195 



200 



205 



Pro Lys Asp Asn Pro Ser Phe Asn Gly 



Val Val Ser His He Tyr Thr 



210 

U. Gl, His Arg Asn Pro Gin Gl y Leu Ala Phe Thr Pro Asn Gly Lys 

230 ^ 3 ** 
Z Leu Gin Ser Glu Gin Gly Pro Asn Ser Asp Asp Glu He Asn Leu 
245 250 

occ 270 
260 ZD 

275 280 
Ser He Lys Asp Leu Ala Gin Asn Gly Val Lys Val Ala Ala Gly Val 

290 

Pro ,al Thr Lys Glu Ser Glu Trp Thr Gly Lys Asn Phe Val Pro Pro 

310 3 ^ 
2 Lys Thr Uu Tyr Thr Val Gin Asp Thr T.r Asn T y r Asn Asp Pro 

325 330 

, iw Tie Cvs Trp Pro Thr Val Ala Pro Ser 

Thr Cys Gly Glu Met Thr Tyr lie Lys irp 

340 



215 



220 



355 



360 



365 
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o 75 380 

370 

^UuAspProThrT.Ser^Th.T.AspAspMaV^P.oMet 

390 395 
3 pL y sSe r As n A S nA 1 ,T yr Ar g AspVaineAla5e r P r oAsp0 ly 

405 410 
Asn Val Leu T y r Val Leu Thr Asp Thr Ala Gl y Asn Val Gin L y s Asp 

420 

435 44° 445 

Phe Thr T y r L y s Ala L y s 

450 
<210> 2 
<211> 1612 
<212> DNA 

<213> Acinetobacter calcoacet icus 

aulc U ctcagcattt gctgatgttc ctctaac « « 

aat tt gctaaagcga aatcagagaa ctttgacaag aaagttaltc tatctaatct » 
t«ttut tatggggacc agataatcaa atttggttaa ctgagcgagc 360 

rr: ~ »~ — *— ■ m z 
— — : 

tg attttaaa aataatcctt atatctatat ttcaggtaca tttaaaaatc cgaaatctac 5 

„, M( -t a t tcgtcgttat acctataata aatcaacaga 600 
agataaagaa ttaccgaacc aaacgattat tcgtcgt 

atttattagc aggattacct tcatcaaaag accatcagtc 
tacectcgag aagccagtcg atttatiagi. ass 

rtcgtctt gtcattgggc cagatcaaaa gaUUttat acgaUggtg accaagggcg 7 20 
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taaccagctt gcttatttgt tcttgccaaa tcaagcacaa catacgccaa ctcaacaaga 780 

ZJ~ aaa^c ««- — ~^ ^ 2 
aagtattcca aaggataatc caagttttaa cggggtggtt agccatattt atacacttgg 
Zlgtaat ccgcagggct tagcattcac tccaaatggt aaattaUgc agtctgaaca » 
^caaac tctgacgatg aaattaacct cattgtcaaa ggtggcaatt atggttggcc U» 
Lagca gg tt a t aaag «gg cU.gcUat gcaaaUaU c, = 
eaataagtca attaaggatt tagctcaaaa tggagtaaaa gtagccgcag g g ^ 
gacgaaagaa tctgaatgga ctggtaaaaa ctttgtccca ccattaaaaa ctttatat 20 
Z « at acctacaact ataacgatcc aacttgtgga gagatgacct acatttgctg 
«U gcaccgtcat ctgcctatgt ctataagggc ggtaaaaaag caatUctgg » 
t acattattgg ttccatcttt aaaacgtggt gtcattttcc gtattaagtt 1380 

n :::: eg™ « ^ T 

Lcgtgat gtgaUgcaa gtccagatgg gaa.gtcUa tatgtaUaa c«c * 

cggaaatgtc caaaaagatg atggctcagt aacaaataca ttagaaaacc 

cattaagttc acctataagg ctaagtaata cagtegcatt aaaaaaccga tc 

<210> 3 

<211> 7 

<212> PRT 

<213> Acinetobactercalcoaceticus 

<220> 
<222> 4 

<223> Xaa is Met or Trp 
<400> 3 

Cys Gly Glu Xaa Thr Tyr He 
<210> 4 
<211> 7 
<212> PRT 

<213> Acinetobacter calcoaceticus 
<220> 

«2 0 0 3 -3 0 5 6 6 5 5 
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<222> 4 

<223> Xaa is Asp, Lys, He or Asn 
<400> 4 

Gly Glu Met Xaa Tyr He Cys 
<210> 5 
<211> 7 

<212> PRT . 

<213> Acinetobacter calcoaceticus 

<400> 5 

Glu Met Thr Asp He Cys Trp 
<210> 6 

<211> 7 

<212> PRT 

<213> Acinetobacter calcoaceticus 
<400> 6 

Met Thr Tyr Asp Cys Trp Pro 
<210> 7 
<211> 7 
<212> PRT 

<213> Acinetobacter calcoaceticu 
<400> 7 

Thr Tyr He Arg Trp Pro Thr 
<210> 8 
<211> 7 
<212> PRT 

<213> Acinetobacter calcoacetic 
<400> 8 

Pro Thr Val Pro Pro Ser Ser 
<210> 9 
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<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 9 

caaatgtagg taccctctcc acaagttg 28 
<210> 10 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 10 

caaatgtagg ttccctctcc acaagttg 28 
<210> 11 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 11 

cagcaaatgt agttcatctc tccacaagtt gg 
<210> 12 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
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<400> 12 

cagcaaatgt agatcatctc tccacaagtt gg 32 
<210> 13 
<211> 30 
• <212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 13 

gccagcaaat gtagtccatc tctccacaag 30 
<210> H 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 14 

gccagcaaat gtatttcatc tctccacaag 30 
<210> 15 
<211> 33 
<212> DNA 

<213> Artificial Sequence . 
<220> 

<223> primer for point mutation 
<400> 15 

ccagcaaatg tcggtcatct ctccacaagt tgg 33 
<210> 16 
<211> 19 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 16 

ggccagcaat tgtaggtca 19 
<210> 17 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 17 

ctgttggcca gcaaatgtag g 21 
<210> 18 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for point mutation 
<400> 18 

gcagatgacg gtggaactgt tggc 24 



° W2 , w^W^m**-™*********** 

[031 03B,*»^«»* Tyr 3 6 7ASPWS 

2003-30566 



A ^-v: 24/E 
2002-172955 M 



miiE#2 003-305665 




mU&2 003-3056655 



^pI2 0 0 2 - 1 7 2 9 5 5 £ 



[112] 



Kpnl Hind\\\ . Kpnl Hipd\\\ 

[ 2^2Kb] 
pKF18k 

/ 



5.7Kb 
pGB2 



X 

Kpnl HindW K , 'o lm/ m 



1.1Kb 



\ / P KF18k 



3.3Kb^ 
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K pnl H ind\l\ 
3.3Kb) 

> X P KF18k+pGB2(Kpn l-H/ndlll) 
K pnl H ftKMH 
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